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1 TATCCGCACCTCCGCTCCCACCCGGCGCCTCGGCGCGCCCGCCCTCCGATGCGCTCAGCG 

1 P-1006 M R S A 

61 GCCGCAGCTCCTCGGAGTCCCGCGGTGGCCACCGAGTCTCGCCGCTTCGCCGCAGCCAGG 

SAAAPR SPAVATESRRFAAAR 

121 TGGCCCGGGTGGCGCTCGCTCCAGCGGCCGGCGCGGCGGAGCGGGCGGGGCGGCGGTGGC 

2SWPGWRSLQRPARRSGRGGGG 

181 GCGGCCCCGGGACCGTATCCCTCCGCCGCCCCTCCCCCGCCCGGCCCCGGCCCCCCTCCC 

45 A A P G P Y P S A A P P P P G P G P P P 

241 TCCCGGCAGAGCTCGCCTCCCTCCGCCTCAGACTGTTTTGGTAGCAACGGC AACGGCGGC 

65SJ?.QS'SPP-SASDCFGSNGNGG 

301 GGCGCGTTTCGGCCCGGCTCCCGGCGGCTCCTTGGTCTCGGCGGGCCTCCCCGCCCCTTC 

R-1002 

85GAFRPGSRRLLGLGGPPRPF 

3 61 GTCGTCGTCCTTCTCCCCCTGGCCAGCCCGGGCGCCCCTCCGGCCGCGCCAACCCGCGCC 

105 VVVLLPLAS PGAP PAAPT RA- 

421 TCCCCGCTCGGCGCCCGTGCGTCCCCGCCGCGTTCCGGCGTCTCCTTGGCGCGCCCGGCT 

125 S PLGARAS P PRSGVS X» A R PA 

481 CCCGGCTGTCCCCGCCCGGCGTGCGAGCCGGTGTATGGGCCCCTCACCATGTCGCTGAAG 

F-l 

145 PGCPRPACE PVYGPLTMSLK 

541 CCCCAGCAGGAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAACAGCAGCAGCAGCAG 

165PQ.QQ-QQQQQQQQQQQQQQQQ 

601 CAGCAGCAGCAGCCGCCGCCCGCGGCTGCCAATGTCCGC AAGCCCGGCGGC AGCGGCCTT 

m R.— 2 — 

185 QQQQP PPAAA NVRKPGGSGL 

6 61 CTAGCGTCGCCCGCCGCCGCGCCTTCGCCGTCCTCGTCCTCGGTCTCCTCGTCCTCGGCC 
205 LA S PAAAP SPS S S S V S S S S A 
721 ACGGCTCCCTCCTCGGTGGTCGCGGCGACCTCCGGCGGCGGGAGGCCCGGCCTGGGCAGA 
225 T A P S S V V A ATS G G G R P G L G R 

7 81 GGTCGAAACAGTAACAAAGGACTGCCTCAGTCTACGATTTCTTTTGATGGAATCTATGCA 
245 G R N S N K G L P Q S T I S F D G I Y A 
841 AATATGAGGATGGTTCATATACTTACATCAGTTGTTGGGTCCAAATGTGAAGTACAAGTG 
265 N MRMVH I L T SVVG S K C EVQV 
901 AAAAATGGAGGTATATATGAAGGAGTTTTTAAAACTTACAGTCCGAAGTGTGATTTGGTA 
285 K NG GIYEG VFKTYSPKCDLV 
961 CTTGATGCCGGAC ATGAGAAAAGTACAGAATCCAGTTCGGGGCCGAAACGTGAAGAAATA 
305 LDAAHEKSTESSSGPKREEI 

1021 AT GG AG AGT ATTTTGT T C AAATGTTC AG AC TTTGTTGTGGT AC AGTTT AAAGAT ATGG AC 

325 MESILFKCS 'DFVVVQFKDMD 
1081 TCC AGTTATGC AAAAAGAGATGCTTTTACTGACTCTGCTATC AGTGCTAAAGTGAATGGC 

345 S SYAKRDAFTDSAI SA KVNG 
1141 GAACACAAAGAGAAGGACCTGGAGCCCTGGGATGCAGGTGAACTCACAGCCAATGAGGAA 

365 EHKEKD LE PWDAGELTANEE 
12 01 CTTGAGGCTTTGGAAAATGACGTATCTAATGGATGGGATCCCAATGATATGTTTCGATAT 

385 LEALENDVSN.GWDPNDMFRY 
1261 AATGAAGAAAATTATGGTGTAGTGTCTACGTATGATAGCAGTTTATCTTCGTATACAGTG 

405 NEENYGVVSTYDSSLSSYTV 
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1321 CCCTTAGAAAGAGATAACTCAGAAGAATTTTTAAAACGGGAAGCAAGGGCAAACCAGTTA 

425 PLERDNSEEFLKREARANQL 
13 81 GC AG AAGAAATTG AGT C AAGTGC C C AGT AC AAAGC TC G AGTGGC C C TGG AAAAC G ATG AT 

445 AEEIESSAQYKARVALENDD 
1441 AGGAGTGAGGAAGAAAAATAC ACAGCAGTTCAGAGAAATTCCAGTGAACGTGAGGGGC AC 

465 RSEEEKYTAVQRNS S ERE GH 
1501 AGCATAAACACTAGGGAAAATAAATATATTCCTCCTGGAC AAAGAAATAGAGAAGTC ATA 

485 S INTRENKYI PPGQRNREVI 
1561 TCCTGGGGAAGTGGGAGACAGAATTCACCGCGTATGGGCC AGCCTGGATCGGGCTCC ATG 

505 SWGSGRQNSPRMGQPGSGS'M 
1621 CC ATCAAGATCCACTTCTCAC ACTTCAGATTTCAACCCGAATTCTGGTTCAGACCAAAGA 

525 PSRSTSHTSDFNPNSGSDQR 
1681 GTAGTTAATGGAGGTGTTCCCTGGCCATCGCCTTGCCCATCTCCTTCCTCTCGCCCACCT 

545 VVNGGVPWPSPCPSPSSRPP 
1741 TCTCGCTACCAGTCAGGTCCCAACTCTCTTCCACCTCGGGCAGCCACCCCTACACGGCCG 

565 S RYQ S GPNSL P PRAAT PTR P 
1801 CCCTCCAGGCCCCCCTCGCGGCCATCCAGACCCCCGTCTC ACCCCTCTGCTCATGGTTCT 

585 P SRPPSRPSRPPSHPSAHGS 

18 61 CCAGCTCCTGTCTCTACTATGCCTAAACGCATGTCTTCAGAAGGGCCTCCAAGGATGTC C 
605 PAPVSTM PKRMSSEGPPRMS 

1921 CCAAAGGCCCAGCGACATCCTCGAAATCACAGAGTTTCTGCTGGGAGGGGTTCCATATCC 
625 PKAQRHPRNHRVSAGRGSIS 

19 81 AGTGGCCTAGAATTTGTATCCCACAACCCACCCAGTGAAGCAGCTACTCCTCCAGTAGC A 
645 SGLEFVSHNPPSEAAT.PPVA 

2 041 AGGACCAGTCCCTCGGGGGGAACGTGGTCATCAGTGGTCAGTGGGGTTCCAAGATTATCC 

665 RTS PSGGTWSSVVSGVPRLS 
2101 CCTAAAACTCATAGACCCAGGTCTCCCAGAC AGAACAGTATTGGAAATACCCCCAGTGGG 

685 P KTHRPRSPRQNSIGNTPSG 
2161 CCAGTTCTTGCTTCTCCCC AAGCTGGTATTATTCCAACTGAAGCTGTTGCCATGCCTATT 

705 PVLASPQAGIIP TEAVAMPI 
2221 CC AGCTGC ATCTCCTACGCCTGCTAGTCCTGCATCGAACAGAGCTGTTACCCCTTCTAGT 

725 PAAS P TPA S PASNRAV T P S S 
22 81 GAGGC T AAAGATTC C AGGC TTC AAG ATC AG AGGC AGAAC TC TC C TGC AGGGAATAAAGAA 

745 EAKDSRLQDQ'RQNS-PAGNKE 
2 341 AATATTAAACCCAATGAAAC ATC AC CTAGCTTC TC AAAAGC TGAAAAC AAAGGTATATC A 

765 NIKPNETSPSFSKAENKGIS 
2401 CC AGTTGTTTCTGAACATAGAAAAC AGATTGATGATTTAAAGAAATTTAAGAATGATTTT 

785P VV S E H R K Q I D D L K K F K N D F 
24 61 AGGTTAC AGC C AAGTTCTACTTCTGAATCTATGGATC AACTAC T AAAC AAAAATAG AGAG 

805 RLQPS STSESMDQLjLNKNRE 
2 521 GGAGAAAAATCAAGAGATTTGATCAAAGACAAAATTGAACCAAGTGCTAAGGATTCTTTC 

825 GEKSRDLIKDKIEPSAKDSF 
2 581 ATTGAAAATAGCAGCAGCAACTGTACCAGTGGCAGCAGCAAGCCGAATAGCCCC AGC ATT 

845 IENS S SNCTSGSSK PNS PS I 
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2 641 TCCCCTTCAATACTTAGTAACACGGAGC ACAAGAGGGGACCTGAGGTCACTTCCC AAGGG 
865 SPSILSNTEHKRGPEVTSQG 

27 01 GTTCAGACTTCCAGCCCAGCATGTAAAC AAGAGAAAGACGATAAGGAAGAGAAGAAAGAC 
885 VQTSSPACKQEKDDKEEKKD 

27 61 GCAGCTGAGCAAGTTAGGAAATCAACATTGAATCCCAATGC AAAGGAGTTC AACCC ACGT 
905 AAEQVRKSTLNPNAKEFNPR 

2 82 1 TCCTTCTCTCAGCCAAAGCCTTCTACTACCCCAACTTCACCTCGGCCTCAAGCACAACCT 
F-13 -~ 

925 SFSQPKPSTTPTSPRPQAQP 
2881 AGCCCATCTATGGTGGGTC ATCAAC AGCCAACTCC AGTTTATACTC AGCCTGTTTGTTTT 

945 SPSMVGHQQPTPVYTQPVCF 
2941 GCACCAAATATGATGTATCCAGTCCC AGTGAGCCC AGGCGTGCAACCTTTATACCC AATA 

965 APNMMYPVPVSPGVQPLYPI 
3001 CC T ATGAC GCC C ATGC C AGTGAATC AAGC C AAG AC ATAT AG AGC AGT AC C AAAT ATGC C C 

985 PMTPMP VNQAKTYRAVPNMP 
3061 CAACAGCGGCAAGACCAGCATCATCAGAGTGCC ATGATGCACCCAGCGTCAGCAGCGGGC 
1005 QQRQDQHHQS AMMHPASAAG 
3121 CC ACCGATTGCAGCCACCCCACCAGCTTACTCCACGCAATATGTTGCCTACAGTCCTCAG 
1025 PPIAATPPAYSTQYVAYSPQ 
3181 CAGTTCCCAAATCAGCCCCTTGTTCAGCATGTGCCACATTATC AGTCTC AGCATCCTC AT 
1045 QF PNQPLVQH VPHYQSQHPH 
3241 GTC T ATAGTC C TGTAATAC AGGGTAATGCTAGAATG ATGGC AC C AC C AAC AC AC G C C C AG 
1065 VYSPVIQGNARMMAPPTHAQ 
33 01 CCTGGTTTAGTATCTTCTTCAGCAACTCAGTACGGGGCTCATGAGC AGACGC ATGCGATG 
1085 PGLVS S SATQYGAHE QT HAM 
3361 TATGCATGTCCCAAATTACCATACAACAAGGAGACAAGCCCTTCTTTCTACTTTGCC ATT 
1105 Y.AC P KL P YNKET S P S FYFA I 
3421 TCCACGGGCTCCCTTGCTCAGCAGTATGCGCACCCTAACGCTACCCTGC ACCC AC ATACT 
1125 S T G S IiAQ QYAH PNAT L H P H T 
3481 CCACACCCTC AGCCTTC AGCTACCCCCACTGGAC AGC AGC AAAGCCAAC ATGGTGGAAGT 
1145 PHPQPSA TPT GQQQSQHGGS 

3 541 C ATCCTGCACCCAGTCCTGTTCAGC ACCATCAGCACCAGGCCGCCCAGGCTCTCCATCTG 
1165 HPAPSPVQH HQHQAAQA LHL 

3 601 GCCAGTCCACAGCAGC AGTCAGCCATTTACCACGCGGGGCTTGCGCCAACTCC ACCCTCC 
1185 AS PQQQSAIYHAGLAPTPPS 

36 61 ATGACACCTGCCTCCAACACGCAGTCGCC ACAGAATAGTTTCCC AGC AGCACAACAGACT 
1205 MTPASNTQS PQNSFPAAQ QT 
3721 GTCTTTACGATCCATCCTTCTCACGTTCAGCCGGCGT AT ACC AACCC ACCC C AC ATGGCC 
1225 VFTI HPSHVQPAYTNPPHMA 

37 81 CACGTACCTCAGGCTCATGTACAGTCAGGAATGGTTCCTTCTCATCCAACTGCCCATGCG 
1245 HVPQAHVQSGMVPSHPTAHA 
3841 CCAATGATGCTAATGACGAC ACAGCCACCCGGCGGTCCCCAGGCCGCCCTCGCTCAAAGT 
1265 PMMLMTTQPPGGPQAALAQS 
3901 GC ACTAC AGCCC ATTCCAGTCTCGACAAC AGCGC ATTTCCCCTATATGACGC ACCCTTC A 
1285 ALQPI PVSTTAHFPYMTHPS 

3 961 GTACAAGCC C AC CAC C AAC AGC AGTTGTAAGGC TGC CCTGGAGGAACCGAAAGGC C AAAT 
1305 VQAHHQQQL * 
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4021 TCCCTCCTCCCTTCTACTGCTTCTACC AACTGGAAGC ACAGAAAACTAGAATTTCATTTA 
4 081 TTTTGTTTTTAAAATATATATGTTGATTTCTTGTAAC ATCC AATAGGAATGCTAAC AGTT 
4141 C ACTTGC AGTGGAAGATACTTGGACCGAGTAGAGGCATTTAGGAACTTGGGGGCTATTCC 
42 01 ATAATTCCATATGCTGTTTC AGAGTCCCGCAGGTACCCCAGCTCTGCTTGCCGAAACTGG 
42 61 AAGTTATTTATTTTTTAATAACCCTTGAAAGTCATGAACACATCAGCTAGCAAAAGAAGT 
4321 AACAAGAGTGATTCTTGCTGCTATTACTGCT(A) n 
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